Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.035; wR factor = 0.100; data-to-parameter ratio = 10.8.
Related literature
For [1, 10] phenanthroline and 5,6-dimethyl[1,10]phenanthroline, see: Ton & Bolte (2005) and Gasque et al. (1999) , respectively. For hydrogen-bond motifs, see: Bernstein et al. (1995) .
Experimental
Crystal data C 14 H 12 N 2 M r = 208.26 Monoclinic, P2 1 =c a = 7.1932 (7) Å b = 10.0572 (10) Å c = 13.8729 (13) Å = 93.673 (5) V = 1001.55 (17) Å 3 Z = 4 Mo K radiation = 0.08 mm À1 T = 100 K 0.11 Â 0.10 Â 0.09 mm
Data collection
Bruker APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2009 ) T min = 0.991, T max = 0.993 16500 measured reflections 1855 independent reflections 1613 reflections with I > 2(I) R int = 0.022 Refinement R[F 2 > 2(F 2 )] = 0.035 wR(F 2 ) = 0.100 S = 1.06 1855 reflections 171 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.16 e Å À3 Á min = À0.20 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). (14) 2.439 (13) 3.3718 (15) 169.0 (10) Symmetry code: (i) Àx þ 1; y þ 1 2 ; Àz þ 1 2 .
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SIR97 (Altomare, et al. 1999 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-32 (Farrugia, 2012) ; software used to prepare material for publication: WinGX (Farrugia, 2012).
Comment
5,6-dimethyl-1,10-phenanthroline was obtained from Sigma-Aldrich. The distances and angles are consistent with those observed for [1,10]phenanthroline (Ton & Bolte, 2005) and coordinated 5,6-dimethyl-1,10-phenanthroline (Gasque, et al., 1999) . The crystal packing is stabilized by an intermolecular C-H···N hydrogen bond interaction which links the molecules into chains with graph-set notation C(4) (Bernstein, et al., 1995) running parallel to the b axis. Weak intermolecular π-π interactions, involving the benzene rings, and the pyridine rings, respectively with an average plane-to plane separation of 3.5982 (7) Å further stabilize and reinforce the crystal structure.
Experimental
Crystals of the title compound, 5,6-dimethyl-1,10-phenanthroline, were obtained by sublimation at 160 °C under dynamic vacuum.
Refinement
All non-hydrogen atoms were refined anisotropically. Aromatic hydrogen atoms were located in the Fourier map and refined isotropically. Methyl hydrogen atoms were placed based on the expected geometry of the carbon atoms to which they were attached and refined using a riding model, with C-H distances 0.98 Å and U iso (H) = 1.5 U eq (C).
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009 ); program(s) used to solve structure: SIR97 (Altomare, et al. 1999 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-32 (Farrugia, 2012) ; software used to prepare material for publication:
WinGX (Farrugia, 2012) .
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Figure 1
Top view of the structure of 5,6-dimethyl-1,10-phenanthroline, displacement ellipsoids drawn at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (4) C13 0.0197 (6) 0.0169 (7) 0.0177 (6) 0.0004 (5) 0.0000 (5) 0.0029 (5) C14 0.0192 (6) 0.0218 (7) 0.0150 (6) 0.0019 (5) −0.0014 (4) 0.0023 (5) N1 0.0138 (5) 0.0180 (5) 0.0131 (5) 0.0002 (4) −0.0002 (4) 0.0002 (4) N2 0.0172 (5) 0.0135 (5) 0.0178 (5) −0.0001 (4) −0.0003 (4) 0.0013 (4) Geometric parameters (Å, º) 
5,6-Dimethyl-1,10-phenanthroline

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
